Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.049; wR factor = 0.131; data-to-parameter ratio = 14.5.
In the title compound, C 13 H 28 N 2 2+ ÁSO 4 2À ÁH 2 O, extensive hydrogen-bonding interactions between the protonated 4,4 0 -(propane-1,3-diyl)dipiperidinium ions, the sulfate anions and the water molecules lead to a three-dimensional pillared and layered structure with the 4,4 0 -(propane-1,3-diyl)-dipiperidinium ions acting as the pillars.
Experimental
Crystal data 
Data collection
Siemens SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Siemens, 1996 ); cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Bergerhoff et al., 1999) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) . 
Experimental
A solution of 4,4-trimethylenedipiperidine (1 mmol), sulfuric acid (1 mmol) and H 2 O (10 ml) was slowly evaporated at room temperature, giving colorless single crystals suitable for X-ray analysis.
Refinement
The H atoms bonded to C and O atoms were placed at calculated positions, and refined with isotropic displacement parameters, using a riding model [C-H 0.93Å and U iso (H) = 1.2U eq (C); O-H 0.85Å and U iso (H) = 1.5U eq (C)]. The H atoms bonded to N atoms were refined freely. Figures   Fig. 1 . A view of the title compound, showing 30% probability displacement ellipsoids. 
